Breeding-Line Development
PI 561319A was crossed with PI 574477 in the fi eld in 1995 at Urbana, IL, and fi ve F 1 plants were grown in an off-season nursery in Puerto Rico during the winter of 1995-1996. The F 2 population was grown in the fi eld in 1996, and 41 single plants were selected. In 1997, progeny from 32 F 2 plants were yield tested in one-row plots, and LG97-8380 was one of the plant rows selected for testing in four-row plots with two replications at Urbana in 1998. In the replicated test, LG97-8380 was 2 d earlier in maturity and yielded 574 kg ha −1 more than the check cultivar 'Rend' (4179 kg ha −1 compared with 3605 kg ha
−1
). Fortyfi ve single F 5 plants were harvested from within LG97-8380 in 1999, and progeny from 41 of the plants were tested in one-row yield plots in 2000. In that test, LG00-3372 yielded only 95% of the check cultivar, 'Dwight', and was 2 d later in maturity. Because the mean yield of the sister lines of LG00-3372 was just over 100% of the yield of the check cultivar and because of the uniqueness of the pedigree, LG00-3372 was retained for additional testing.
Plot Technique and Trait Evaluation
LG00-3372 was fi rst tested in multiple locations in a cooperative test with the commercial soybean breeding companies Pioneer Hi-Bred International, Monsanto, and Dairyland Seeds at eight locations in 2002. The entries were arranged in a randomized complete block design with either one or two replications. Both two-and four-row plots were used, but only two rows were harvested for yield. Data on seed yield, date of maturity, and plant lodging and height were collected.
LG00-3372 was entered into the Preliminary IIIB Test and Uniform Test III Test in 2003 and 2004, respectively . Row widths varied from 38 to 76 cm but the most common width was 76 cm. Plots were four rows wide with the two center rows of each plot used for data collection for agronomic and seed traits and harvested for seed yield, except for those in 38-cm row widths, which had six planted and four harvested rows. The length of the harvested rows varied from 3.0 to 4.9 m. Traits evaluated included seed yield, date of maturity, plant height, lodging, 100-seed weight, seed quality, and seed protein and oil concentration. Seed protein and oil content were analyzed using near-infrared spectroscopy (American Association of Cereal Chemistry Method 39-21). These analyses were performed at the National Center for Agricultural Utilization Research, USDA-ARS, Peoria, IL. LG00-3372 was evaluated for reaction to races 4 and 7 of Phytophthora sojae in both the 2003 and 2004 tests.
Statistical Analysis
All statistical analyses were done using PROC ANOVA in SAS Version 9.2 (SAS Institute, Cary, NC). The statistical model included genotypes as fi xed factors and locations as random factors. With the ANOVA data, LSDs were calculated with α = 0.05 level of a Type I error. The trait data used for analyses were the means of all replicates at each location, so each environment was treated as a replication in the analysis of variance.
Seed Purifi cation and Increase
LG00-3372 was initially derived from a single F 5 plant in 1999. In 2003, a seed-increase plot was planted for seed purifi cation and was carefully rogued to remove off-type plants for fl ower pubescence and pod color as well as for any other discernible phenotypic traits. The border rows and the plants at the ends of each row were not harvested, to reduce the possibilities of contamination by either pollen transfer or mechanical seed mixtures. Harvest was done with a plot combine that was thoroughly cleaned before use. These seeds became the primary seed source for LG00-3372.
Characteristics Botanical Description and Seed Traits
Averaged over the regional tests in 2003 and 2004, LG00-3372 matured approximately 1 d later than Macon and 2 d later than IA3023 Crochet, 2003, 2004) and is classifi ed in late maturity group III. Plants are indeterminate in growth habit with purple fl owers, gray pubescence, and brown pods at maturity. Seeds have a yellow seed coat and gray hilum color.
In both the Preliminary Test III and Uniform Test III Crochet, 2003, 2004) , LG00-3372 seeds were signifi cantly larger than those of Pana and smaller than Macon's (Tables 2 and 3 ). The seed size of LG00-3372 was smaller than that of IA3023 in 2003 but equal to it in 2004 (Tables 2 and 3). LG00-3372 had a signifi cantly higher protein concentration than IA3023 in 2004 but it was equal to those of the other checks in both years (Tables 2 and  3). LG00-3372 had a signifi cantly lower oil concentration than IA3023 and Pana in both 2003 and 2004 (Tables 2  and 3) . Seed-quality differences were small, except LG00-3372 had better seed quality than Pana in 2004.
Agronomic and Disease Performance
In the 2001 cooperative test with private industry, LG00-3372 yielded a nonsignifi cant (p = 0.05) amount of 152 kg ha −1 more than Macon (Table 1) , and the two lines had the same average maturity date. The differences in lodging scores were small, but LG00-3372 was 11 cm taller. In the Preliminary Test III (Abney and Crochet, 2003) , the yield of LG00-3372 (3606 kg ha ) for seed yield, but had a greater yield than Pana (Table 2 ). LG00-3372 lodged more than IA3023 and was taller than both IA3023 and Macon (Table 2 ). In 2004, LG00-3372's yield was not significantly different from that of IA3023, Macon, and Pana in the Uniform Test III (Abney and Crochet, 2004) . As in 2003, LG00-3372 lodged more than IA3023 and was taller than both IA3023 and Macon (Table 3) . LG00-372 is susceptible to races 4 and 7 of Phytophthora sojae Crochet, 2003, 2004) . Over 3 yr of multiple-location testing, LG00-3372 produced seed yields that were consistently similar to those of the best publicly developed cultivars. Because both of the parents of this experimental line are of Chinese origin, it could be a very useful source of new genetic diversity to improve the yield of U.S. cultivars.
Availability
Seeds of LG00-3372 were deposited in the USDA Soybean Germplasm Collection. Small quantities of seeds for research and breeding purposes, including the development and commercialization of new cultivars, may be obtained from the collection. We ask that appropriate recognition be made if this germplasm line contributes to the development of a new breeding line or cultivar.
